Background: MIR137 is implicated in brain development and encodes a microRNA that regulates neuronal 23 maturation and adult neurogenesis. Recently, a common genetic variant within MIR137 showed genome wide 24 evidence of association with schizophrenia, and with altered amygdala activation in those at genetic risk for 25 schizophrenia. Following this evidence, we investigated the effects of MIR137 genotype on neuronal activity 26 during face processing. 27 Methods: By grouping 81 healthy participants as carrier or non-carriers of the MIR137 rs1625579 risk allele 28 associated with schizophrenia, we investigated MIR137's effects on altered cortical response during an fMRI 29 face processing task and altered functional connectivity using the amygdala as a seed region.
Effects of MIR137 on fronto-amygdala functional connectivity 
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The purpose of the present study was to investigate the impact of the 
110
In doing so we sought to test the hypothesis that the MIR137 risk allele is 111 associated with significant differences in amygdala activity and func- 
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Condition effects at each voxel were then calculated using a t-contrast,
200
producing a statistical parametric map of the following contrasts for
each subject (the same contrasts used in previous studies using this corrected; see Table 2 and Fig. 1 Table 3 295 and Fig. 2 ). There were no significant left amygdala connectivity differ-296 ences between genotype groups. As an additional data quality check, in 
346
The present finding of increased connectivity between the amygdala 347 and key regions involved in emotion regulation may reflect an increased 348 regulatory response in the risk group while processing the facial stimuli.
349
However, this conclusion is speculative due to the fact that we observed 
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As such, while we were unable to detect differences in cortical activa-377 tion in our healthy control sample, the use of functional connectivity 
Conclusions
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In conclusion, our study reports for the first time the effects of a 
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The data management system used for this work was BC|SNPmax 
